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® @ % cytofkit: an Integrated Analysis Pipeline for Mass Cytometry Data

Raw FCS Directory : fUsersfesimonds/Downloads/experiment 12114 files Choose...
FCS File(s) : /Users/esimonds/Downloads/experiment 12114 files/171128 Batch 11 tit Select...
Markers : Lul75 (v)=}{¥Ybl76Di<CD90 Ybl76 (v)=}{Bi209Di<I|-A-l-E_Bi209 (v)=> Select...
Result Directory : fUsersfesimonds/Downloads/experiment 12114 files Choose...
Project Name : cytofkit test
Merge Method : —all — min & ceil  fixed Fixed Number :|9999999 @

Transformation Method : " autolLgcl  cytofAsinh  Fixedlogicle © none

Cluster Method(s) : v Rphenograph [ ClusterX [ DensVM [ NULL

Visualization Method(s) : pca [ isomap [vtsne [ NULL
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Cellular Progression : " diffusionmap  1somap ~ NULL
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> cytofkit_GUI()

Input arguments:

* Project Name: cytofkit_test

* Input FCS files for analysis:

-171128 Batch 11 titration debarl_Pop@9_TH-MYCN_SPL_ViableSinglets_ViableCD45_viSNE. fcs
-171128 Batch 11 titration debarl_Popl@_TH-MYCN_Tumor_ViableSinglets_ViableCD45_viSNE. fcs

* Markers:

-Y89D1i<(CD45_Y89 (v)>
-In113Di<B220_In113 (v)>
-In115Di<CD11la_In115 (v)>
-Lal139Di<Ly-6G_Lal139 (v)>
-Nd142Di<CD49b_Nd142 (v)>
-Nd143Di<CD11c_Nd143 (v)>
-Nd145D1<CD27_Nd145 (v)>
-Nd146Di<CD206_Nd146 (v)>
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-Gd156Di<CD4_Gd156 (v)>
-Gd157Di<CD3e_Gd157 (v)>
-Dy162Di<CD135_Dy162 (v)>
-Dy163Di<CD62L_Dy163 (v)>
-Dy164Di<CD278_Dyl164 (v)>
-Ho165D1<CD69_Hol65 (v)>
-Erl66Di<CD49d_Erieo (v)>
-Er168Di<CD25_Eri68 (v)>
-Tm169D1<F4-80_Tm169 (v)>
-Er17@Di<CD115_Erl70 (v)>
-Yb172Di<KLRG1_Yb172 (Vv)>
-Yb174Di<CD197_Yb174 (v)>
-Lul75Di<CD44_Lul75 (v)>
-Yb176Di<CD90_Yb176 (v)>
-B12@09Di<I-A-I-E_Bi209 (v)>

Data merging method: ceil

Data transformation method: cytofAsinh

Dimensionality reduction method: tsne

Data clustering method(s): Rphenograph

Data visualization method(s): tsne

Subset progression analysis method: NULL

* ¥ ¥ X ¥ ¥

Extract expression data...
19929 x ©l1 data was extracted!
Dimension reduction...

Running t-SNE...with seed 42
|



Interactive Exploration of cytofkit Analysis Results
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Expression Data:
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Markers used for dimension reduction and
clustering:
-- Y89Di<CD45_Y89 (v)> | In113Di<B220_In113 (v)> | 404
In115Di<CD11a_In115 (v)> | La139Di<Ly-6G_La139




0% i 2 gl .
lop Cytobank Experiments Projects Help esim

UCSF
180601 viSNE to cytofkit PhenoGraph demo v2 Sha
= Actions |L Illustrations *’i Sample Tags Q SPADE 4 VISNE @ CITRUS {7} Gating "TE,? Scales [}Q\ Comps ﬂ Pr
Uploading files Status: Upload 66% complete ...
Name Size Type
cytofkit_171128 Batch 11 titration debarl_Popl10_TH- 239 KB ECS
MYCN_Tumor_ViableSinglets_ViableCD45_viSNE.fcs
cytofkit_171128 Batch 11 titration debarl_Pop09_TH- 5
MYCN_SPL_ViableSinglets_ViableCD45_ViSNE.fcs 2L 8 FCS 65%
5.34 MB 2 files
®0@® " cytofkit_test_analyzedFCS
i 2 Be E m ol v =mv N >_<j Q_Search
cytofkit_test_analyzedFCS Desktop —+

Name A Date Modified Size

B cytofkit 171128 Batch 11 titration...iableSinglets_ViableCD45_viSNE.fcs  Today, 3:42 PM

Favorites

:A: Applications
m esimonds

B cytofkit 171128 Batch 11 titration...iableSinglets_ViableCD45_viSNE.fcs  Today, 3:42 PM




lgp Cytobank

= Actions L Illustrations ‘i Sample Tags
< Gating Import Gates
| Apply & Return Apply @
Active Population
Ungated »

Experiments Projects

UCSF
180601 viSNE to cytofkit PhenoGraph demo v2

1t ¥

Active Compensation /

File-Internal Compensation ~

Plot Settings
Plot Type

Dot - Color By Channel ~

Gate Label

Percent v
Plot Colors

Spectrum v
¥ More

Kernel Smoothing

Percent per Contour

10
Outliers Start At

10

& SPADE &) VISNE & CITRUS
[4) Import Gating-ML
File/Sample Name
cytofkit_171128 Batch 11 titration de ~
< ¢ = (T 2
50 47 .28
-
30 =
22.44
20 =
10 =
o
Lo L1031
2
-10 =
=20 =
4.019
-30 =
-40 -

) R ) s G e
50 -40 30 20 -10 0 10 20 30 40 50
tSNE1

(X, Y): -66.17, 21.32
Y-Channel | tSNE2 a
)
X-Channel {tSNE1 -

Coloring Channel

B220 In113 (v) [In113[ ~




O~
Iop Cytobank Experiments Projects

UCSF
180601 viSNE to cytofkit PhenoGraph demo v2
= Actions |A4 Tllustrations ®/ Sample Tags & SPADE & VISNE & CITRUS ok
< Gating Import Gates 4] Import Gating-ML

Apply & Return | Apply (@) I:I : O | O | _I' | _l__ F--4

File/Sample Name

Active Population cytofkit_171128 Batch 11 titration de ~ (
Ungated v € = = np
1+ 3 50 ' 20
—_—
Active Compensation 7/ W 12.14
20~ L e L o ™
File-Internal Compensation ~ e e
o~ W= ¢ i X
W - L 7075
" 2
Plot Settings 10
Plot Type 25
Dot - Color By Channel ~ oy e
Gate Label 40 =
Percent v _
Ll e e A L i
Plot Colors 50 40 i .20 10 0 10 20 30 40 50
tSNE1
Spectrum v
M (X,Y): 1.78, -66.28
¥ More
Kernel Smoothing ¥-channgl | tSNEZ - M%)
1 X-Channel tSNE1 -
Percent per Contour
10 Coloring Channel Rphenograph_clusterll ~
Outliers Start At
10




	Screen Shot 2018-06-02 at 3.14.12 PM
	Screen Shot 2018-06-02 at 3.14.52 PM
	Screen Shot 2018-06-02 at 3.38.05 PM
	Screen Shot 2018-06-02 at 3.38.45 PM
	Screen Shot 2018-06-02 at 3.53.21 PM
	Screen Shot 2018-06-02 at 3.53.45 PM
	Screen Shot 2018-06-02 at 3.54.31 PM
	Screen Shot 2018-06-02 at 3.54.50 PM

